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Ingenuity Pathways Analysis (IPA) Online Help

Take advantage of our various training and online Help resources to guide you through
the application. This Ghine Help Manual is searchable. If you can't find what you're
looking for, try searching for a keyword. Topics will appear on the left of the screen and
will link to relevant articles. We highly recommend that you step througtutbgals or

watch the recorded training videos, which outline different paths through the application.

Click here to download BDF file of this Help manual.

For a sample datasetick here.

Quick Start Tutorials

Quick Start tutorials provide stdyy-step instructions on how to use the features in IPA.
Use these if you already know what you want to do in IPA, but don't know how to do it.
For access to the Quick Start Tutorials, click here.

Case Studies

Case Studies are longer tutorials that are basegpecific scientific questions. They are
generally longer than Quick Start Tutorials and include how to use IPA, as well as why
you would want to use certain features. For more information on the case studies we have
available to download, click here.

Training Videos

Customer support holds weekly live-tine training seminars on Thursday mornings
demonstrating how to use the features of IPA. Each is approximately 1 hour in length. If
you would like to sigrup for the live version, contact Custon8rpport at
support@ingenuity.com. We realize that you might not have time to attend these

meetings at our scheduled times, so we have recorded each training session and created a
URL where you can view them at a time that is convenient for you. Clickdere

download our current videos.

More Help Resources

e Find out how Ingenuity Pathways Analysis works

e See what's new in this version of Ingenuity Pathways Analysis
« ldentify the various node shapes displayed with the Legend

o Verify that your computer meetd technical requirements

e Click here for oufTraining Materials Library
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e Would you like to become an IPA Certified Analyist? Complete the IPA
Certification Program.

Customer Support

email: support@ingenuity.com
phone: 65881-5111, 6arbpm (PST), MorFri (excluding major holidays)



What's New in This Release: IPA 6

Sharing and Collaboration Feature

A Path Designer: Transform your networKks
pathway graphics rich with color, customaztext and fonts, biological icons, organelles,

and custom backdrops. Path Designer pathways are fully interactive and supported by the
high quality content stored in IPA. This easy to use graphics package ensures that your
entire workflow &endash; fromata analysis to publication and communication of results

to colleagues &endash; can be completed within IPA.

Data Analysis and Interpretation Features

A Al t evalue aalc@atigns to narrow in on most significant Functional Analysis
results: Users nowave the option of using an additional algorithm for identifying the
most significant results in I PA&s Funct.i
analyses. This calculation returns adjustedjues based on the Benjamini Hochberg
method of accouimg for multiple testing, and enables you to control the noise in certain
analysis results and focus in on the most significant biological functions associated with
your genes of interest.

A Transcript expr es6d CancerCelrParfelielhave f r om t h
dramatically enhanced our Tissue Expression Body Atlas, a collection of positive gene
expression calls for over 30 normal tiss
menu, and IPABiomarker analysis, by including positive gene expressida fwalthe

NCI-60 panel of cell lines. This feature enables you to quickly understand which genes in
your IPA results, lists, or pathways are expressed in these cell lines.

A Show Functions: The new Show Functions

and

onal

e NC

ues

f ea

redm gani zes the table so that specific functi

under the High Level Function oOr; Gastroi
their pvalues. This feature enables a faster-gidlvn to the specific cellutaand disease
phenotypes that are most significantly associated with your dataset.

Content Features

A New Canonical Pathways
PXR/RXR Activation
TR/RXR Activation
Tight Junction Signaling
Regulation of Actirbased Motility by Rho GTPases
Ceramide Signatig

nt es
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A Additional Di sease Target I nformation for
Imported from ClinicalTrials.gov
>3,100 new clinical candidate-disease pairings
~170 new clinical candidates
A Additional cont erequestedbiblograpldesf r om cust omer
Wo me méakh Topics
Folliculogenesis
Luteinizing Hormone
Drug-protein Adducts and Drug Metabolism content
Geneto-Disease Associations
Al zhei mer s and Bipolar disorder
Hypereosinophilia
Obesity



Getting Started

Introduction to IPA

At Ingenuity, we are focused on taking a systems biology approach to solving problems
involved in drug discovery and development and other types efdieance research by
placing data in a biological context to facilitate decision malkadgance research

project design, and generate new testable hypothé&sgsnuity Pathways Analysis

(IPA) provides you with the ability to understand biology at multiple levels by integrating
with data from a variety of experimental platforms and progadisight into the

molecular and chemical interactions, cellular phenotypes, and disease processes of your
system.

IPA is built upon a huge foundation of scientific evidence, manually curated from
hundreds of thousands of journal articles, textbookspéret data sourcedPA acts as

the gateway to this vast amount of biological and chemical information and presents
these data in a meaningful, visual and knowledgeable Wiy allows the researcher to
explore molecular chemical, gene, protein and miRNAractions, create custom
molecular pathways, view and modify metabolic, signaling, and toxicological canonical
pathways, each with underlying experimental literature evidehodurther

interpretation, in addition to the networks and pathways tlmabeareated, IPA can
provide multiple layering of additional information, such as drugs, disease genes,
expression data, cellular functions and
chemicals of interest.

Entry Points into IPA
There are three genemahys of getting started with IPA:

proc

A Starting with terms related to a therap

research, study or experimental designs

A Starting with an s mal $00)ninchdingdrugaf genes

such as adt of drugs for repurposing, understanding the context of a drug target,
or candidate genes from SNP genotyping analysis

A Starting with a |arge dataset, typicall

microarray, or other higthroughput screening

Regardéss of where you start, IPA results will provide a better understanding of the
biological context of your data or area of interest.

If you have a large dataset to analyze, involving several hundred to tens of thousands of
molecules, you will want to ruan analysis appropriate to your interests, this includes
Core Analysis, IPATox Analysis, IPAMetabolomics or IPABiomarker analysis (see

Types of Analyses)These analyses begin with upload of your data, setting analysis
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criteria, running the analysiand interpreting the result3.he results provide

information on how your dataset overlaps molecules associated with various diseases and
cellular functions, and that are part of canonical pathwaiese results often give a

good indication of what cellar processes your data set is related to and will often lead to
further investigation of these relationships by building custom networks/pathirays.
addition, you can view molecular networks that show how the significant molecules in
your dataset arenown to interact with one another and other closely interacting

molecules.

The other general entry point is if you interested in learning more about a small set of
genes, chemicals/drugs, or diseageu can use IPA as a visual literature search wol t

help you understand and stay current in biological interactions and relationships relevant
to your projects.These analyses generally start with a small list of genes, proteins or
chemicals (1300), or one or more search terms of a cellular functiodsseases.

Types of Analyses and Key Features

Analysis Types The Question it Addresses

Core Analysis Core Analysis allows you to interpret large and small
datasets in the context of biological processes, pathw
and molecular networks.

CoreComparison Core Comparison allows you to analyze changes in
Analysis biological states across experimental conditidrisst
run a core analysis on your multiple datasets that
represent multiple treatments. Then use core Compaly
Analysis to understanghich biological processes
and/or diseases are relevant to each condition.

IPA-Metabolomics(TM) | The Metabolomics solution provides you with a way o

Analysis analyzing metabolite data to learn more about cell
physiology and metabolism.

IPA-Metabolomics Metabolomics Comparison allows you to analyze

Comparison Analysis changes in biological states across experimental

conditions. First run a Metabolomics Analysis on your
multiple datasets that represent multiple treatments.
Then use Metabolomics Comparisanalysis to
understand which biological processes and/or diseas
are relevant to each condition.

IPA-Tox(TM) Analysis The Tox solution allows you to assess toxicity and sa
of compoundsf-interest early in the development
process. Tox analysis rajy displays the relevant
toxicity phenotypes and clinical pathology endpoints
associated with a dataset.

IPA-Tox Comparison Allows you to analyze changes in relevant toxicity







