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üGain or loss of genomic material (>1kb) that may 

influence common genetic variation and gene 

expression

Copy number variation

üAt least 12% of the genome material may be 

present as a CNV which accounts for 384 Mb (Redon 

2006)

üExtent of CNVs in the population are not known 

Å Protective against HIV infection and malaria

Å Associated in cancer cells - EGFR higher than 

normal in Non-small cell lung carcinoma


