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ÅThe origin and distribution of SNPs

ÅThe implication of SNP function and disease

ÅFine mapping

ÅSNP resources and selection

ÅGenotyping platforms

ÅThe origin and distribution of SNPs

ÅWhatôs in a gene



Polymorphisms in Mapping

ÅMarkers used:

ÅRFLPsô (bi-allelic and limited in number and 

distribution)

ÅVNTRôs (clustered at telomereôs and not stable)

ÅMicrosatellite markers (di- tri- tetra- nucleotide 

repeats)

ÅSingle nucleotide polymorphisms (SNPs)

SNPs

C/T G/A G/A
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CGCATTAAGCCCACGAG

CGCATTAA ACTCACGAG

CGCATTAAACTCATGAG

AGTAATA GGCTCAAGAG

CGCATTAAGCTCACGAG

CGCATTAAGCTCATGAG

The Source of Variation ïSNPôs


